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3 <110> APPLICANT: Young/ Michael W 

4 Kloss, Brian 

5 Blau, Justin 

6 Price, Jeffrey 

7 Takahashi, Joseph S. 

8 Philip, Lowrey L. 

10 <120> TITLE OF INVENTION: A NOVEL CLOCK GENE AND METHODS OF USE THEREOF 

12 <130> FILE REFERENCE: 6.00 - 1- 221NCP 
C--> 14 <140> CURRENT APPLICATION NUMBER: US/09/559,867 
C--> 15 <141> CURRENT FILING DATE: 2000-04-26 

17 <150> PRIOR APPLICATION NUMBER: 60/090,068 ^KlTCDCr^ 

18 <151> PRIOR FILING DATE: 1998-06-19 C 1 t^|\t»L^ 

20 <150> PRIOR APPLICATION NUMBER: 09/335,983 t»i 1 ^ 

21 <151> PRIOR FILING DATE: 1999-06-18 OLA -f S' 
23 <160> NUMBER OF SEQ ID NOS : 42 ( U 

25 <170> SOFTWARE: Patentln Ver. 2.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 1520 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Drosophila melanogaster 

32 <400> SEQUENCE: 1 

33 aaatccgagg aaccgaggag tccgaactct accacacaga aacccacaga aacagacgta 60 

34 acaaaatgga gctgcgcgtg ggtaacaaat atcgcctggg ccgcaagata ggatcgggat 120 

35 cgttcggcga catctacctg ggcaccacga tcaacactgg cgaggaggtg gccatcaagc 180 

36 tggagtgcat ccgcaccaaa cacccccagc tgcacatcga gtcaaagttc tacaagacga 240 

37 tgcagggtgg cataggcata ccccgcataa tctggtgcgg cagcgagggc gactacaatg 300 

38 tgatggtgat ggagctactc ggaccctcgc tggaggacct cttcaacttt tgttcacgcc 360 

39 gcttttcgtt gaagacggtt ctgctgctgg cggaccagat gatctcccgc atcgattaca 420 

40 tacactcgcg ggacttcatc catcgcgaca tcaagccgga taacttcctc atgggtcttg 480 

41 gcaagaaggg caacctggtg tacatcattg actttggcct ggccaagaaa ttccgcgatg 540 

42 cccggtcgct gaagcacatt ccctatcggg aaaacaagaa cctcacgggc actgcccgct 600 

43 atgcctccat caacacacat ttgggcattg agcaatcgcg tcgtgacgac ctggagtccc 660 

44 tgggttacgt cctaatgtac ttcaatctgg gcgccttgcc ctggcagggc ttaaaggcag 720 

45 ccaacaagag gcaaaagtac gagaggatct cggagaagaa gctgtccacc tcgattgtgg 780 

46 tgctgtgcaa gggcttcccc agcgagttcg tcaactatct gaacttctgt cgccagatgc 840 

47 atttcgacca gcgtcccgat tactgccacc tgcgcaaact cttccgcaac ttgttccacc 900 

48 gtttgggctt cacttacgac tatgtgtttg actggaacct gcttaagttt ggcggacctc 960 

49 gcaatcccca ggcgattcag caggcgcagg acggagcgga cggccaggcg ggtcatgatg 1020 

50 cggtggccgc agcagcggcg gtggcagcag cggcagccgc ctcctcgcat caacagcagc 1080 

51 agcacaaggt caatgcggcg ctgggtggcg gaggaggcag tcgtgcgcaa cagcaactcc 1140 

52 agggcggcca aacgctggcg atgctgggcg gcaatggagg cggtaacggc agccaactga 1200 

53 tcggcggcaa cggactcaac atggacgatt cgatggcggc caccaactcg tcgagaccgc 1260 

54 cgtacgacac gccggagcgt cggccctcga tacggatgcg gcagggaggc ggtggtggcg 1320 

55 gcggtggagt gggcgtaggc ggtatgcaga gcggcggagg gggcggtggc gtggggaacg 1380 

56 ccaaataata ttttatcgtt taggttgcga cgctggacac gacacagtag acaaacaaca 1440 

57 acagaactca acaaactata catgtagtat atatagttat atatacctaa tatatataat 1500 

58 acttgcttta tatatgcggt 1520 
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315 


Arg 


Ala 


Gin 


Gin 


Gin 


Leu 


Gin 


Gly 


Gly 


Gin 


Thr 


Leu 


Ala- 


Met 


Leu 


Gly 


316 






355 










360 










365 








318 


Gly 


Asn 


Gly Gly 


Gly 


Asn 


Gly 


Ser 


Gin 


Leu 


He 


Gly 


Gly 


Asn 


Gly 


Leu 


319 




370 










375 










380 










321 


Asn 


Met 


Asp 


Asp 


Ser 


Met 


Ala 


Ala 


Thr 


Asn 


Ser 


Ser 


Arg 


Pro 


Pro 


Tyr 


322 


385 










390 










395 










400 


324 


Asp 


Thr 


Pro 


Glu 


Arg 


Arg 


Pro 


Ser 


He 


Arg 


Met 


Arg 


Gin 


Gly 


Gly 


Gly 


325 










405 










410 










415 




327 


Gly 


Gly Gly 


Gly 


Gly Val 


Gly 


Val 


Gly 


Gly 


Met 


Gin 


Ser 


Gly 


Gly 


Gly 


328 








420 










425 










430 






330 


Gly Gly Gly Val 


Gly Asn Ala 


Lys 



















331 435 440 

334 <210> SEQ ID NO : 5 

335 <211> LENGTH: 72 

336 <212> TYPE: DNA 

337. <213> ORGANISM: Drosophila melanogaster 

339 <400> SEQUENCE: 5 

340 ataggatcgg gatcgttcgg cgacatctac ctgggcacca cgatcaacac tggcgaggag 60 

341 gtggccatca ag 72 

343 <210> SEQ ID NO: 6 

344 <211> LENGTH: 24 

345 <212> TYPE: PRT 

34 6 <213> ORGANISM: Drosophila melanogaster 
34 8 <400> SEQUENCE: 6 

349 He Gly Ser Gly Ser Phe Gly Asp He Tyr Leu Gly Thr Thr He Asn 

Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using n or Xaa. 

file://C:\CRF3\Outhold\VsrI559867.htm 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 07/20/2001 

PATENT APPLICATION: US/09/559, 867 TIME: 14:19:37 

Input Set : A:\600221nc.app 

Output Set: N:\CRF3\07202001\I559867.raw 

L:14 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:15 M:271 C: Current Filing Date differs/ Replaced Current Filing Date 
L:1348 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:40 
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